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Claims 115-153, 158-166 and 168-231 
Supplemental Amendment, claims 220-231 ar* 
Support for the amendments and newly added 
no new matter is added. 

Specifically, PCR assays for detection; 
pages 62-63 of the Specification- Use of polyraw 
the detection of HCV is described in section I 
probes comprising 10 and 15 HCV nucleotidq 
also, Figures 58 and 89). Applications of the; cfe 
related products and polyclonal antibodies, ai 

8, page 41, in sections ILB, G, and I and thro 

t 

10 contiguous amino acids are disclosed on \ 
disclosed in section II.I (pp. 64-68) of the S'jjj 
be found in Figure 62 and 90 and their co 
cDNA inserts deposited as ATCC No. 4 039f 



0020 



pending in this application. By this 



! w ■ i II. i' 

Potential epitopes specified in claim 326 is d&lijsed on pages 51-52, and epitopes of claim 335 
on page 152 of the Specification. 

No new matter is added. Entry of amldments to claims 220-231 and new claims 232- 

> fit i J 

344 is respectfully requested. 



Li : 



CO! 



Applicants earnestly believe that th?3 
claims, and respectfully solicit the Examine^ 
issuance. Should the Examiner have any qu^ 
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(Lndediand new claims 232-344 are added, 
is fpund throughout the Specification and 

i 

iliiolynucleotides is disclosed in section II.H 
lllotidesl representing HCV cDNA sequences for 
Iciif the Specification (72:29-34). Oligonucleotide 
e disclosed in Section H.H, on page 61 (see 

bijied methods in preparation of human blood- 
' i jpassi|e immunotherapy are disclosed on page 
i Jut the Specification. Antigenic polypeptides of 
27. Elj!lSA and radioimmunoassays axe 
Icatiotj Support for the newly added claims can 
|ing descriptions. Lambda gt-1 1 library of 
< jjsclosed on page 255 of the Specification. 



entitled to a letters patent on the pending 
t| I xpedijte prosecution of this patent application to 
iolis, the/ Examiner is encouraged to telephone the 
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undersigned. If the Examiner determines thadt e 
opportunity to interview the Examiner. 

Attached hereto is a marked-up versioi 

i ; 

j: i 

claims by the current amendment. The attach 

show changes made" . | 

I* 

In the unlikely event that the trans^nitfSlj 



any required relief including extensions of tb 

charge the cost of such petitions and/or oftier 

|l 

document to Deposit Account No- 03-1952 

the Assistant Commissioner is not authorize 
Account. !, 



Patent Office determines that an extension an§8 J&therirelief is required, applicant petitions for 
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'aims, are not allowable, Applicants request an 



ie changes made to the specification and 
Ige is captioned " Version w ith markings to 



er isljseparated from this document and the 



a authorizes the Assistant Commissioner to 
aue ifl! connection with the filing of this 
L:ing|docketno.2230020063B, However, 



geilthe cost of the issue fee to the Deposit 



Respectfully submitted, 




Sh&ntanu Basu 
Registration No- 43,318 
Morrison & Foersterixp 
II' 75k Page Mill Road 
' Palo Alto, California 94304-1018 
Telephone: (650)813-5600 
Facsimile: (650)494-0792 
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VFRSION W ITH MARKUP 
In the Claims: 

220. (Amended) A method of selecting 
samples comprising selecting from said supp. 
polynucleotide r^mprismglwhich comprise. 



rift SHfrW CHANGES MADE 



!t logical 



inserts in a lambda gt-1 1 cDNA library depos 
C virus genome or the comple ment thereof. 



22 1, (Amended) [The method accord: 
polynucleotide comprises a contiguous sequ 
complementary to either strand of Figure 3] 
human biolo^cal samples comprising sel< 



0022 



samples from a supply of biological 



;] ,o Je samples [that contain a detectable 

1 1 |; 

nlniyniir.le.nHde that is ca pable of hv bridinng 



unHar stringent coitions tn a second xkAvJm A M comprises a contiguous sequence of at 
least 15 nucleotides from [either strand of ! at M i one of jthe hepatitis C vims (HCV) cDNA 



1 as ATCC No. ^mOA]^ ^nnrtifi of a hepatitis 



eiihod 6!f selecting samples from a supply of 




comprise a first polynucleotide that is c a p^lM'My b ridizing under stringent conditions to a 



second polynucleotide that comprises a crolW U' silence of at least \ 5 nucleotides from the 



genome of a hepatitis C virus genome ortiielgfc millemefat thereof. 



222. (Amended) [The method accor< 
polynucleotide comprises a contiguous seqi 
complementary to either strand of Figure 
human biological samples comprising 



a first polynucleotide that is capable of hyh 



polynucleotide thai comprises a contiguQus 



of at least one of the HCV cDNA inserts 
No. 40394 . 
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115, wherein the detectable 
jthan about 90 nucleotides fully 



m said supply those samples which do not 




claim 116, wherein the detectable 

leas than about 90 nucleotides fully 
method of S ftlertinp sampl es from a supply of 



ertil f from said supply those sample * which comprise 



me under stringent conditions to a second 



luckceofc'at teast. 15 nucleotides from either strand 



3da dt-1 1 cDNA library de posited as ATCC 
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223. (Amended) [The method accoij in 
polynucleotide comprises a contiguous seq i 
complementary to either strand of Figure 8 )} 
human biological samples comp rising sele m 



comprise a first polynucleotide t hat is cap 



second polynucleotide that compri ses a cc |t 



either strand of at least one of th e HCV cl 
asATCC No. 40394. 



ira 



224. (Amended) [The method accc 
comprise a polynucleotide that hybridizes 
comprises a contiguous sequence of less i ii 
hepatitis C virus genome or the complem, n 
supply of human biological samples comi ri 



comprise a first polynucleotide that is cai i 



second polynucleotide that comprises a c n 



Figure 89, or the complement thereof . 

225. (Amended) [The method acc 
comprise a polynucleotide that hybridize 
less than about 90 nucleotides from eith 
cDNA inserts in a lambda gt-1 1 cDNA lj 
selecting samples from a supply of hum 
supply those samples which do not com 




0023 



ikimi 117, wherein the detectable 

M 

[ess than about 90 nucleotides fully 

F electing sample* a supply of 



h i said supply those samples whi ch do not 



[dazing under stringent c onditions to a 



r sequence of at least 15 nucleotides from 
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a lambda gt-1 1 cDNA library deposited 



118, wherein the selected samples 
sent conditions to a polynucleotide that 
90! nucleotides from the genome of a 
f|iJ ! : method of selecting samples froma 
ectiiig from said supply those samples which 



vbridizing under stri n gent conditions to a 



s cience of at least 15 nucleotides found jn 



claim 119, wherein the selected samples 
tiringent conditions to a contiguous sequence of 

of ajc : least one of the hepatitis C virus (HCV) 

. ft 

posited as ATCC No. 40394] A method of 



gical s 



limpli 



^nucleotide that is capable of hyb ridizing 



les comprising selecting from said 
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226. (Amended) [The method accon i 
comprise a polynucleotide that hybridizes 
less than about 90 nucleotides rally complj n|n; 
g *l<-r.tin P samn ^-fl H a supply of humani m 




i)024 



II r 13 ' I ' 1 



suppl y those sam ples wb ir.n comprise a fi it 



strin gent conditions to a v **mA polvnucle tij 
1 S nucleotides frnnd in eith^ strand of Fi 



227. (Amended) [The method acco p| 
comprise a polynucleotide that hybridizes 
less than about 90 nucleotides fully comp 
s iting sarn ies from a supply of humj 




su pply those samples which do not comp 



under stringent conditio ns to a second PQ 



iRAst 1 5 nucl eotides found in either stand 



228. (Amended) [The method aco 
polynucleotide comprises a contiguous 
strand of at least one of the hepatitis C 
library deposited as ATCC No. 40394] 
226 wherein said selec ted samples com 



conditions permit the formation of a sta 



pa-736983 

Received from < 650 856 9786 > at 10122102 8:48:03 PM [Eastern Daylight Time 



- r lr.li.nde u> * is ca pable p f tiyWiziM under 
j Jbljirl!:- « "™ ti ff» nUS seonftTice of at least 




1 20, wherein the selected samples 
conditions to a contiguous sequence of 

Jther strand of Figure 89] A method of 

j 

ita&i plfts comp lin p selecting from said 



'h At comprise ? r.nntieuous semience of at 



rim!1l21 wherein the selected samples 

:'P r 
igent conditions to a contiguous sequence ot 

to Jither strand of Figure 14] Amethod of 
jmplw ^"^pridtig sel^tin^ from said 



ynncleotide th »* is capable nf hybridizing 



llainii 1 15, wherein the detectable 
|f ; l<;L than ahout 90 nucleotides from either 

) q 1)NA inserts in a lambda gt-1 1 cDNA 
UiL p tn anv "^'-^' 224. or 



jVgjj-Ai — Y^>*™ «»\$ firat oolvniiBleotide and 



ir.nl yn»c1eo ti^ft and said stringent 
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said contiguous sequence of nu cleotides at 



between said contiguous sequence and th^ jaia 

' — ' ' til ! 

[The method accord ngraffcjl 



229. (Amended) 
include using a hybridization solution co] 
0.1% SDS at A method according tc 



selected samples do not comprise said firs 



the formation of a stable hybrid duplex be 



sequence and do not permit the fonnatiorj 



and the genomes of Hepatitis B or Hepati? 

230. (Amended) A method accorditi fcj 
include using 50% (w/v) formamide and ] 'a|hi 

23 1 . (Amended) A method [of selec 
samples comprising selecting from said 
that is capable of hybridizing under si 
comprises a contiguous sequence of at le 
th&reof| according to claim 229, wherein 
formamide and washing in 5xSSC 7 0.1 °A 

Claims 232-344 are newly added 



iSpenhat the formation of a stable duplex 



©025 



Ee patitis B or Hepatitis A viruses . 



26, wherein said stringent conditions 



w/v) formamide and washing in 5x SSC, 
^lllf 'fttilir^ 22L 223. 225 nr Til wherein said 



ebtlide and ft aid strin gent conditions permit 



jlfi'Mibla B plex between said conti guous sequence 



ruses. 
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list polynucleotide and said contiguous 



1i .! 

| [i'aiS]^ wherein said stringent conditions 



dfeSC 0.1% SDS at 55 °C 
pom a supply of human biological 
y 'dainples that comprise a first polynucleotide 

s to a second polynucleotide that 

i 

ties found in Figure 89 or complement 
conditions include using 50% (w/v) 
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